Supplementary Figure S8: pUL138-interacting protein representatives were generated by a human proteome microarray (A) and analyzed by PANTHER classification for both biological processes (B) and signaling pathways (C).

Supplementary Figure S9: Expression of HSP70 in gastric cancer cells and tissues. (A) GC cells were transfected with
pcDNA3.1(+)-UL138 or pcDNA3.1(+) (indicated as UL138+/−). Expressional changes of HSP70 in GC cells were detected at 48 hr post transfection by Western blot and followed by quantitated densitometric analysis using ImageJ software. GAPDH served as a loading control. (B) The HSP70 expression in gastric cancer and adjacent normal tissues were detected by semi-quantitative immunohistochemistry. WT, well differentiated tumors; PT, poorly or none differentiated tumors. Statistical analysis of immunohistochemical signals were shown as column. n = 20. *P < 0.05. *:Statistical significance of the difference between the fraction of UL138 interacting genes assigned to this GO term and the fraction of all genes within the homo sapiens set assigned to this GO term. 
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